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Abstract:

Marine covers nearly three-quarters of the earth surface, and the environments inside are
unique, including deep sea volcanic area, the Dead Sea, estuaries, intertidal zones, wetlands and
other special circumstances. Marine fungi are widespread in such environments so that marine fungi
are speculated to possess different secondary metabolism from terrestrial fungi. Besides, more and
more literatures indicated that marine fungi produce a variety of novel compounds, for example
cephalosporin C from marine fungus Acremonium chrysogenum. Till now, cephalosporin C has
been synthesized more than 30 derivatives, and some of them become commonly used antibiotics.
These results indicated marine fungi are worth to further research and development of new drugs.

Marine fungus, Trichoderma reesi, was isolated from a sponge collected in Wan-Li Tong,
Pingtung County. In the preliminary biological activity screening against eight bacterial indicators
and one fungal indicator, Trichoderma reesi showed clearly inhibitory effects against
Staphylococcus aureus, Pseudomonas aeruginosa, Bacillus cereus, Acinetobacter baumannii, and
Candida albicans. Therefore, we will analysis the fungus T. reesi by LC-PDA and LC-MS/MS
molecular networking. Molecular networking analysis, which can organize MS signals with the
similar fragmentation pattern together, is used to quickly classify the types of compounds. We plan
to use this new strategy to search bioactive/novel compounds from this marine fungus.
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